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<400> 1 
taattttcca 


tccccctcgt 


gtcgccttcg 


cgcctactta 


ccgacttacc 


gccttctcgc 


60 


tgattgagcc 


acggagaggc 


aattgggctt 


gggggcgcta 


ttttttattt 


tcttattact 


120 


attctttttt 


tttgaatctt 


taccaacctt 


ccttggctgg 


tttacttcct 


cgtctttaca 


180 


ctgcaacagt 


agcacgccat 


ccgaccagcg 


acaacaatct 


ccaaccctcc 


ccagagccac 


240 


ccaatcaacc 


aacaagcttg 


gttctccacg 


accacagcaa 


tcctttgatt 


ccctgtcgcg 


300 


cccgctaacc 


tcatgaattc 


ctaagccgac 


ctggatcaat 


ccaacgcctg 


cttcggtgtt 


360 


tagggcagct 


gccgactttt 


tttttcttct 


acatatatat 


tttcaaatcg 


tcctatattt 


420 


gaccgtcggc 


cgagttccga 


cacccgccac 


gcgcatcatg 


gcggacgcgg 


cgactctggc 


480 


agctgtcgct 


gcgattgtgg 


agaatatcgc 


taccaactcg 


ggggcccctg 


gaaaaaatgc 


540 


ttcatttcgc 


tccagtacct 


atgtccagct 


tcccggtccg 


gaatccgacg 


agaagaaaca 


600 


gctcgagcgc 


gagcttgccg 


ccctggtgat 


aagggtacag 


cagctcgaaa 


cccgtgccaa 


660 


cgcggctcct 


gctacaatat 


tccccgacac 


acccaacgaa 


actgcacatt 


cactctttgg 


720 


cgatgatagc 


tcgtccccta 


ccagttcgag 


ctcaggccgg 


gagcctaaac 


gactgaagtc 


780 


ggcatccagc 


acaacgagga 


atggtttcac 


tacggacggt 


cgtccatcaa 


agctcaacgc 


840 


aatcaccgat 


gaggagctcg 


aaggcttgcg 


cgaacatgtt 


gacggccagt 


cccggctgct 


900 


cgacagccaa 


agggccgagc 


tggacggcgt 


caatgcccaa 


ctcttggagc 


agaagcagct 


960 


gcaagagcgc 


gcccttgcca 


taatcgagca 


ggaacgtgta 


gccactttgg 


agagagagct 


1020 


atggaaacat 


caaaaggcca 


acgaggcctt 


ccagaaggct 


ctccgggaga 


ttggatcgat 


1080 


agtgaccgct 


gcagcccggg 


gtgacctctc 


taagagggtc 


aagataaacc 


cgattgagat 


1140 


ggaccctgaa 


atcaccacat 


tcaagaggac 


catgaacgcc 
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atgatggatc 


aacttggcgt 


1200 
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CIICItLdy L 


n 7k t\ n T r*1" c a c 


aaotaacaao 


aaaaatcaac 


accgagggca 


tattaggtgg 


1260 


acaggLLLdy 


d Lv_yayyyay 


t aaacaacac 
L yy uv -yy ^ wv " 


gtggaaagaa 


ctqacqqaca 


atggtaeggt 


1320 


cgaaacgcxg 


L. LL-d LL-aL-L. L 


rtr rtatcca 


taactaccac 


cqcaqatqct 


aacattgata 


1380 


CIIICdLdLd 


y LcaaLy Lt_a 


taacacaaaa 


ccxgaccgac 


caaqtccqcq 


aaatcgcctc 


1440 


agtcacxaca 


gcxgxyyccc 


arnnanattt 
awyyaya l l l 


aarcraaaaa 


attgagagtg 


cqqccaaqqq 


1500 


agaaax.cc id 


LatjL L L V.a.uv. 


aaactataaa 


taccatggtg 


gaccaactac 


geacatttge 


1560 


xxcaydyy l l 


arrratatco 


cccataacat 


caqaaccaaq 


qqaatqeteg 


gegggcagge 


1620 


xgacgxxgdd 


n n n h T r* 3 ann 


ocatataaaa 


taaactaaca 


gtcaaegtea 


acgccatggc 


1680 


caacaaxx id 


dLdaLLU,aay 


tacacaacat 

LyL.yL.yctL.o.L 


catcaacatt 


accacagccg 


tegcaaaggg 


1740 


aga xexxaca 


Cddddyy LyL 


a yy L yy aai -y 


tracaocoaa 

LLyvyyvyay 


atttttaaqc 


tcaagaacac 


1800 


gaxcaaxxec 


d Ly y LyyatL 


aartacaaca 

ay v» v. y v.uy v» w. 


attxgetege 


gaggttacca 


agatcgecag 


1860 


agagg xxggx 


dLLyaayyaL 


yy 1 - LyyyLyy 


ccaaacaacX 


gttcacgatg 


tacagggaac 


1920 


Tcggcgagd x 


v, LL.a L»ay uaa 


acataaacaa 

a\~y tyuuv-yy 


aatggctatg 


aatctcacca 


cacaagtacg 


1980 


agagaxdy cc 


a at"fil"t* a era 

da Ly L tav.ua 


ataccatcac 


tacaaacaac 


ctatccaaga 


agatcagggt 


2040 


agaggxeaag 


yy cydya ill 


taaarctraa 


aaataccatc 


aacaccatgg 


ttgaccgcct 


2100 


eggaaexxxc 


y cc l LL.ya.ciy 


traaraaaat 

L Lay L-aaay l 


aacccaaacc 

u.y x« v* v» y uy v» ^ 


gteggcacag 


atggcactct 


2160 


xggxggxcag 


yLLLaay l ty 


a y a a l y uy y 


aaacaaataa 


aaagacctca 


ccgaaaaegt 


2220 


caacaccd ty 




Tract: Tctca 


aataaacaaa 


ccttatccac 


tggattggac 


2280 


xggxggcxxx 


trrtrtnaat 

L V_ L- L L. LyuQ i_ 


tcaaccctat 


tgtaaatxaa 


tgtatgeace 


agtgtgcatg 


2340 


xxcxy cdy y y 


rrtnrtfitflt 

v- v. Ly v. Ly «~y l 


gtigcgxcgcc 


agctzgtttxg 


qaqacqctqq 


gcgcatcccg 


2400 


gcgxgcgcx x 


ytuLLLLyLt 


aaccaaaXXX 

C-L SpX V- V- C-L C-A C w- 'i— 


gtctgeacat 


tgatgeatag 


egagcaegtg 


2460 


f-f-zi ;a "t" 1~"t" T T fl 
CXdd LLLL Ly 


y L.L.y yy llll 


ataaaxcaaa 


ggaaxatcaa 


ccgtgacaca 


agccatcgcg 


2520 


aacggxgacd 


LyayLvyuaa 


aatcaacata 

y %- v. y a. v. y w y 


gaagecaagg 


gcgagatact 


aatcctcaag 


2580 


ydaaCIdlLd 


ai,aai.aLyy l 


taatcatcta 


xcgatzatixcx 


acaataaaqt 


acaacgagtc 


2640 


g C daddy d Ly 


tannrnttna 

LayyL.y l Lya 


XaacaXXaXa 


aaaaaacaaQ 

yysyy uv y 


ccqacqttqc 


aggtctcaag 


2700 


gggcgaxgga 


dyydya l Lat 


rarrnatntr 

L.aL.L.ya Ly ll. 


aacaccataa 


ccaacaatcx 


tgtaagtget 


2760 


ggaagaxexe 


dddL.daL.yyy 


aaarf raaor 


caatactaac 

wuy la y V.MUV 


ctaatccgca 


qacqqcqcaa 


2820 


gxacgcgcxx 


xcyy dyd Lai 


aaL,L.aa LyLL 


artarcoaco 


aaaacttcac 


caagctggtc 


2880 


gaggttgagg 


cgxcgggcyd 


dd LyyaLyaa 


rtnaanrnra 

L. L y uuy L.y L.O. 


aaatcaatca 


aaxaatctac 


2940 


aatctccgag 


acagtatcca 


aagaaacacg 


caagcaagag 


aagcegcaga 


attggecaac 


3000 


aagacgaagt 


eggagttect 


cgctaacatg 


tcccacgaaa 


tccgcacacc 


catgaaeggt 


3060 


ateateggea 


tgacacaact 


tactcttgat 


acagatttga 


cgcaatacca 


aegegaaatg 


3120 


ctcaacattg 


tcaacaatct 


cgccatgagt 


ctgctcacca 


ttatcgacga 


catcctcgat 


3180 


ctgtcaaaga 


ttgaggctaa 


gcggatggtt 


atcgaggaga 
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ttccatacac 


gttacgagga 


3240 
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ciL-y y i- v, i. i_v-ct 


acacac "tciaa 


y uv - t. v. >- y y *- y 


qtcaaqqcqa 


acgacaagtt 


tttggatctc 


3300 




tnnacaiactc 


ag ttcctgac 


cacgtcatcg 


qtqactcqtt 


ccgtctgcgc 


3360 


L.Ciy Ci L L O. L. L_ V. 


f oaarrtaat 

Ly uciv.v 22 23 


tzaacaatacc 


atcaaattca 


ccqaqcatqq 


agaggtcagc 


3420 


L. L L Cti- LaLtL 


ciy cxciy y y v,u.t* 


caaca*taaca 

vyu^y j_ y w. y 


tgcctgccaa 


acgagtacat 


qatcqaattt 


3480 


y Lty Ly LLyy 


araraaocat 

aLuLyyy v.a s_ 


aggaattcca 


aeggacaaac 


tqqqtctcat 


cttcgacaca 


3540 




ctaataaatc 


catgacacgc 


aaqtttqqcq 


qaaccqqgct 


tggtctgtct 


3600 




aac"tca"tcaa 


cctcatgggc 


qqtqacqtqt 


qqqtcaaqtc 


acaataegge 


3660 


dciyyy'L.ciyv_ l 


%~y v. v_ %w t,t4.^_ «— n_ 


cacttgtcgt 


gtccgcctcg 


ccgacgtgga 


tatctcactc 


3720 


d Li-.ciyycia.yv_ 


aartaaaacc 

Ciy v. Lyaayv-v. 


ttacaaaaaa 


caccaggtcc 


tgttcatcga 


taagggcaag 


3780 


at Ly y a L.ct<L.y 


yy LLtyayy v. 


aaaacaaata 


ctcqqccaqc 


tqqqtttqqt 


gcccatcgtg 


3840 


l. t_yyctci i_v-v_y 


saraaaatca 

O. y V_ C&. Ct d. S_ V- v. 


caccctaaca 

V V- V V. vt ^ 


caaatqeqeq 


qcaaqqaatq 


tccctacgac 


3900 


y i_yci i_ciy l. i_y 


traartcaat 


caacacaacc 


caacacctqa 


qaqqaattqa 


cgacttcaag 


3960 


Let L V- LyLLLa 


l~ra1"Tr1:ccl: 


ggcgccaact 


gtccacgtca 


gectgaaate 


ctgcttggac 


4020 


ttnontatta 

l. Lyy y i_a. l. l.c*. 


cctcatatat 


gacgatgccc 


tgeaagctea 


tcgacctcgg 


caatggtatg 


4080 


nttrrrnrtr 


"ttaaaaacca 

4. t. y C4. y *«*. »A >-» y 


tgccacacca 


tcactatcag 


acaacactaa 


gtcgttcgaa 


4140 


a. L ll LyL, Lyy 


rraaaaacaa 


caccatcaac 


caqcqcctqq 


ccgttaagat 


tcttgaaaag 


4200 


L»L.ddL.L.CtL.y 


L. i_y Lyav.yy <_ 


aatcaacaac 


aatactaaaa 

y y t. y v» v-yt*«-Ay 


ctcttgaagc 


tgtcaaggat 


4260 


7k C Z\ 71 Z\ C C\ 


atataatcct 


gatggatgtt 


caaatgectg 


tcatggtaag 


ttgatactcc 


4320 


L_ i- V_ y tuLu L.C4 


"ttccataatc 

i- C V» Vat W. *~ y V*. V- ^— 


ctccgttccc 


gacccgccag 


atagtctcga 


taagttccaa 


4380 


T 7\ct 7\7\T 7\CC1 


ttgeaacatt 


aataaaataa 


atttqaqqeq 


acqqeaaaga 

ZJ ZJ ~J 


ttcgtgaata 


4440 


\»y <*y L.y L-wy v« 


ctgggcacac 


agaggacacc 


aatcatcgcg 


cttaccgctc 


aegcaatgat 

23 23 


4500 


C\C\C\C C\7\ C C CXX 

yyy^ydLLy l 


naaaaatota 

y c*. y C4, C4. y *~ y C C*. 


"tcgaggccca 


aatqqacqaq 

y u y y y 


tacctgtcga 


agcctctgca 


4560 


y l. ci y ci & v_ "L, a. \- 


ttaatacaaa 


caatitctcaa 


gtgtgcaacg 


ctqqqtqqcq 

w *™ ZJ Zs ZJ ZJ ZJ ZJ 


ccttqttqqa 


4620 


cli-ciclclct L L-y l 


4ayL.yL,yayv- 


"ttaaactiaac 


aaggcatgee 


gaacacaaag 


qaqqactqtc 


4680 


LdLL.yy«.L.i_L.y 


yLyayyyLa i_ 


catcoataati 


gcgticcgcca 


ctacaccacc 


gaeeggtgae 


4740 


LctL.ciy \-L.y ciy 


LLyL i_ i- v_y 


atGacaccaa 

y v.yyv_.yv_.v.yci 


aagcccctcg 


ttgatggcaa 


atqacqqcqa 


4800 


Cty Ci L. V- V- CJ. Cl L.O. 


raaaaaacac 


ataacaatct 


ctctgaacca 


qqatqectat 

ZJ ZJ ZJ 


aaggctgaca 


4860 


yL ll. LyytL l 


rrtrnrartt 


aaaaacaaac 
y a yyy *~y t«.y v. 


ctaaacattt 


gtagcttctc 


ttacgatcct 


4920 


Lydy L-yL-Cl Let 


yci L V. Cl L- LyL l_ 


nrrtttttat 


aacaaccaac 

t*. va. v- t-4 y V- 4-4. y 


acaataacaa 

y *-y w v.y t*v-,y v«, 


tgttttcaac 


4980 


agectatact 


tttacctata 


ccacaaacgc 


atacgattat 


cccggtgtac 


ttctgtctat 


5040 


tccctaggag 


tctgggaggt 


tacattttgt 


tctagtcatt 


aatgggtcga 


tggccaactg 


5100 


gttttggcca 


caacgcatca 


aaaccaaacc 


agttctgtca 


tcactgacct 


tttgttccat 


5160 


gtcggtaatg 


tcttcattaa 


tattgttact 


tttgcgggtc 


tgggtctget 


tttacgatgg 


5220 


atacateggg 


ggaacaattt 


ctttcttctt 


gttttgttgg 
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atatttgtgg 


tagtttctag 


5280 
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atatctgtcg aactacggga aggtgtggag agtgcattaa gaggcggcgc agttgttgtg 
atcttgacac cccgagatga ccacagtcaa cccaatgaat aacacaaaat atacaactct 
ctatgtcagt agaccaaata cgtattcgtt gtgttagtgt ttagcgcaag ggaaacc 



<210> 2 

<211> 33 

<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 2 

cctcgctaac atgtccgtcg aaatccgcac acc 



<210> 3 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 3 

gatgtgatcc tgatggaggt tcaaatgcct gtcatg 



<210> 4 

<211> 37 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 4 

tttaagctta tcgattgaag gaaataagag gaatagc 



<210> 5 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 5 

tttaagcttg ggtgagacag ctatttagca agttc 



<210> 6 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 6 

tttaagcttc ccactgctgg atcgaccatt c 
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<210> 7 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 7 

tttaagcttt agttgccagt caagatttcc c 



<210> 8 

<2U> 37 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 8 

tttaagctta tcgattgaag gaaataagag gaatagc 



<210> 9 

<211> 35 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic DNA 

<400> 9 

tttaagcttg ggtgagacag ctatttagca agttc 



<210> 10 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 10 

tttaagcttc ccactgctgg atcgaccatt c 



<210> 11 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 11 

tttaagcttt agttgccagt caagatttcc c 



<210> 12 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
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<400> 12 

tttcccggga tatgtctact attccctcag aaatc 

<210> 13 

<2U> 37 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 13 

tttctcgagt tataggtttg tgttgtaata tttagat 

<210> 14 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 14 

tttcccggga tatgctcaat tctgcgttac tgtgg 

<210> 15 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 15 

tttctcgagt cacaattcta tttgagtggg eg 

<210> 16 

<211> 1307 

<212> PRT 

<213> Magnaporthe grisea 

<400> 16 

Met Ala Asp Ala Ala Thr Leu Ala Ala val Ala Ala lie val Glu Asn 
1 5 10 15 

lie Ala Thr Asn Ser Gly Ala Pro Gly Lys Asn Ala Ser Phe Arg Ser 
20 25 30 

ser Thr Tyr val Gin Leu Pro Gly Pro Glu Ser Asp Glu Lys Lys Gin 
35 40 45 

Leu Glu Arg Glu Leu Ala Ala Leu val He Arg val Gin Gin Leu Glu 
50 55 60 

Thr Arq Ala Asn Ala Ala Pro Ala Thr lie Phe Pro Asp Thr Pro Asn 
65 70 75 80 



Glu Thr Ala His ser Leu Phe Gly Asp Asp ser Ser Ser Pro Thr Ser 
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85 90 95 

Ser ser Ser Gly Arg Glu Pro Lys Arg Leu Lys Ser Ala ser Ser Thr 
100 105 110 

Thr Arq Asm Gly Phe Thr Thr Asp Gly Arg Pro Ser Lys Leu Asn Ala 
115 120 ~ 125 

lie Thr Asp Glu Glu Leu Glu Gly Leu Arg Glu His val Asp Gly Gin 
130 135 140 

Ser Arq Leu Leu Asp Ser Gin Arg Ala Glu Leu Asp Gly val Asn Ala 
145 150 " 15 5 160 

Gin Leu Leu Glu Gin Lys Gin Leu Gin Glu Arg Ala Leu Ala lie lie 
165 170 175 

Glu Gin Glu Arq val Ala Thr Leu Glu Arg Glu Leu Trp Lys His Gin 
180 185 190 

Lys Ala Asn Glu Ala Phe Gin Lys Ala Leu Arg Glu lie Gly Ser He 
195 200 205 

val Thr Ala Ala Ala Arg Gly Asp Leu Ser Lys Arg Val Lys lie Asn 
210 215 220 

Pro lie Glu Met Asp Pro Glu lie Thr Thr Phe Lys Arg Thr Met Asn 
225 230 235 240 

Ala Met Met Asp Gin Leu Gly val Phe Ser ser Glu val Ser Arg Val 
245 250 255 

Ala Arq Glu Val Gly Thr Glu Gly lie Leu Gly Gly Gin Ala Gin lie 
260 265 270 

Glu Gly val Asp Gly Thr Trp Lys Glu Leu Thr Asp Asn val Asn val 
275 " 280 285 

Met Ala Gin Asn Leu Thr Asp Gin Val Arg Glu lie Ala Ser Val Thr 
290 295 300 

Thr Ala val Ala His Gly Asp Leu Thr Gin Lys lie Glu Ser Ala Ala 
305 310 315 320 

Lys Gly Glu lie Leu Gin Leu Gin Gin Thr lie Asn Thr Met Val Asp 
325 330 335 

Gin Leu Arg Thr Phe Ala Ser Glu val Thr Arg val Ala Arg Asp val 
340 345 350 

Gly Thr Glu Gly Met Leu Gly Gly Gin Ala Asp val Glu Gly val Lys 
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355 



360 



365 



Gly Met 
370 



Trp 



Asn 



Glu 



Leu 



Thr 

375 



Val 



Asn 



val 



Asn Ala Met Ala Asn Asn 
380 



Leu Thr Thr Gin Val Arg Asp lie lie Asn val Thr Thr Ala val Ala 
385 390 395 400 



Gly Asp Leu Thr Gin Lys val Gin Ala Glu Cys Arg Gly Glu lie 
405 410 415 



Phe Glu Leu Lys Asn Thr lie Asn Ser Met val Asp Gin Leu Gin Gin 
420 425 430 



Phe Ala Arg Glu val Thr Lys lie Ala Arg Glu val Gly Thr Glu Gly 
435 440 445 



Arq Leu Gly Gly Gin Ala Thr val His Asp val Gin Gly Thr Trp Arg 
y 450 455 460 



asp Leu Thr Glu Asn val Asn Gly Met Ala Met Asn Leu Thr Thr Gin 
465 470 475 480 



val Arg Glu lie Ala Asn val Thr Ser Ala Val Ala Ala Gly Asp Leu 
485 490 495 



Ser Lys Lys lie Arg val Glu val Lys Gly Glu lie Leu Asp Leu Lys 
500 505 510 



Asn Thr lie Asn Thr Met val Asp Arg Leu Gly Thr Phe Ala Phe Glu 
515 520 525 



val ser Lys val Ala Arg Ala val Gly Thr Asp Gly Thr Leu Gly Gly 
530 535 * 540 



Gin Ala Gin val Glu Asn Val Glu Gly Lys Trp Lys Asp Leu Thr Glu 
545 550 555 560 



Asn Val Asn Thr Met Ala Ser Asn Leu Thr Ser Gin Val Arg Gly lie 
565 570 575 



ser Thr val Thr Gin Ala lie Ala Asn Gly Asp Met Ser Arg Lys lie 
580 585 590 



Asp val Glu Ala Lys Gly Glu lie Leu lie Leu Lys Glu Thr lie Asn 
595 600 605 



Asn Met val Asp Arg Leu Ser lie Phe Cys Asn Glu val Gin Arg val 
610 615 620 



Ala Lys Asp val Gly val Asp Gly He Met Gly Gly Gin Ala Asp val 
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625 630 635 640 

Ala Gly Leu Lys Gly Arg Trp Lys Glu lie Thr Thr Asp val Asn Thr 
645 650 655 

Met Ala Asn Asn Leu Thr Ala Gin val Arg Ala Phe Gly Asp He Thr 
660 665 670 

Asn Ala Ala Thr Asp Gly Asp Phe Thr Lys Leu val Glu val Glu Ala 
675 680 685 

ser Gly Glu Met Asp Glu Leu Lys Arg Lys lie Asn Gin Met val Tyr 
690 695 " ' 700 

Asn Leu Arq Asp Ser lie Gin Arg Asn Thr Gin Ala Arg Glu Ala Ala 
705 710 " 715 720 

Glu Leu Ala Asn Lys Thr Lys Ser Glu Phe Leu Ala Asn Met Ser His 
725 730 735 

Glu lie Arq Thr Pro Met Asn Gly lie lie Gly Met Thr Gin Leu Thr 
740 745 750 

Leu Asp Thr Asp Leu Thr Gin Tyr Gin Arg Glu Met Leu Asn lie val 
755 760 765 

Asn Asn Leu Ala Met Ser Leu Leu Thr lie lie Asp Asp He Leu Asp 
770 775 780 

Leu ser Lys lie Glu Ala Lys Arg Met Val lie Glu Glu lie Pro Tyr 
785 790 ~ 795 800 

Thr Leu Arq Gly Thr val Phe Asn Ala Leu Lys Thr Leu Ala Val Lys 
805 810 815 

Ala Asn Asp Lys Phe Leu Asp Leu Thr Tyr Arg val Asp Ser Ser Val 
820 ' 825 " 830 

Pro Asp His Val lie Gly Asp Ser Phe Arg Leu Arg Gin lie lie Leu 
835 840 845 

Asn Leu Val Gly Asn Ala lie Lys Phe Thr Glu His Gly Glu val Ser 
850 855 860 

Leu Thr He Gin Lys Gly Asn Asp val Thr Cys Leu Pro Asn Glu Tyr 
865 870 875 880 

Met lie Glu Phe val val Ser Asp Thr Gly lie Gly lie Pro Thr Asp 
885 890 895 

Lys Leu Gly Leu lie Phe Asp Thr Phe Gin Gin Ala Asp Gly Ser Met 
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900 905 910 

Thr Arg Lys Phe Gly Gly Thr Gly Leu Gly Leu Ser lie Ser Lys Arg 
915 920 92 5 

Leu val Asn Leu Met Gly Gly Asp val Trp val Lys ser Gin Tyr Gly 
930 935 940 

Lys Gly Ser Ser Phe Tyr Phe Thr Cys Arg Val Arg Leu Ala Asp val 
945 950 955 960 

Asp lie Ser Leu lie Arg Lys Gin Leu Lys Pro Tyr Lys Gly His Gin 
965 970 975 

Val Leu Phe He Asp Lys Gly Lys Thr Gly His Gly Pro Glu val Gly 
980 " 985 " 990 

Gin Met Leu Gly Gin Leu Gly Leu Val Pro lie val Leu Glu Ser Glu 
995 1000 1005 

Gin Asn His Thr Leu Thr Arg Val Arg Gly Lys Glu Cys Pro Tyr 
1010 1015 1020 

Asp val He val val Asp Ser He Asp Thr Ala Arg Arg Leu Arg 
1025 1030 1035 

Gly lie Asp Asp Phe Lys Tyr Leu Pro lie val Leu Leu Ala Pro 
1040 1045 1050 

Thr val His val Ser Leu Lys Ser Cys Leu Asp Leu Gly lie Thr 
1055 1060 1065 

Ser Tyr Met Thr Met Pro Cys Lys Leu lie Asp Leu Gly Asn Gly 
1070 1075 1080 

Met val Pro Ala Leu Glu Asn Arg Ala Thr Pro Ser Leu Ser Asp 
1085 1090 " 1095 

Asn Thr Lys Ser Phe Glu lie Leu Leu Ala Glu Asp Asn Thr Val 
1100 1105 1110 

Asn Gin Arg Leu Ala val Lys lie Leu Glu Lys Tyr Asn His val 
1115 1120 1125 

val Thr val val Ser Asn Gly Ala Glu Ala Leu Glu Ala Val Lys 
1130 1135 1140 

Asp Asn Lys Tyr Asp val lie Leu Met Asp val Gin Met Pro val 
1145 1150 1155 

Met Gly Gly Phe Glu Ala Thr Ala Lys He Arg Glu Tyr Glu Arg 
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1160 1165 1170 

Ser Leu Gly Thr Gin Arg Thr Pro lie lie Ala Leu Thr Ala His 
1175 1180 1185 

Ala Met Met Gly Asp Arg Glu Lys Cys lie Glu Ala Gl n Met Asp 
1190 1195 1200 

Glu Tyr Leu Ser Lys Pro Leu Gin Gin Asn His Leu He Gin Thr 
1205 ' 1210 1215 

lie Leu Lys cys Ala Thr Leu Gly Gly Ala Leu Leu Glu Gin Asn 
1220 1225 ' 1230 

Arq Glu Arg Glu Leu Glu Leu Ala Arg His Ala Glu His Lys Gly 
1235 1240 1245 

Gly Leu Ser Thr Asp Pro Ala Arg Ala Ser Ser Val Met Arg Pro 
1250 1255 ~ 1260 

Pro Leu His His Arg Pro val Thr Thr Ala Glu Ser Leu Ser Gly 
1265 ~ 1270 1275 

Gly Ala Glu Ser Pro Ser Leu Met Ala Asn Asp Gly Glu Asp Pro 
1280 1285 1290 

lie Gin Arg Ala Arg Ser Ser Leu Ser Glu Pro Gly Cys Leu 
1295 ~ 1300 1305 

<210> 17 

<211> 1298 

<212> PRT 

<213> Neurospora crassa 

<400> 17 

Met Thr Asp Gly Pro Thr Leu Ala Ala He Ala Ala Leu val Lys Ser 
1 5 10 15 

Leu Ala val Asp Pro Ala Thr Thr Gin Thr Ser Gly Leu Arg Pro Ser 
20 25 30 

Thr His val Arg Leu Pro Gly Pro Tyr Thr Arg Glu Lys Gly Asp Leu 
35 ~ 40 45 

Glu Arg Glu Leu Ser Ala Leu val val Arg lie Glu Gin Leu Glu Thr 
50 55 60 

Ala Ala lie Ala Ala Ser Pro Pro Ala Met Pro Asp Thr Pro Asn Ala 
65 70 75 80 

Pro Thr Asp Ala Leu Phe Ser Asn Gly Thr Leu Ser Pro Ser Ser Glu 
85 90 95 
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Thr pro Asp Ala Arg Tyr Pro Ala Pro Leu Pro Arg Asn Gly Phe lie 
100 105 110 

Asp Glu Ala Leu Glu Gly Leu Arg Glu His val Asp Asp Gin Ser Lys 
115 " 120 125 

Leu Leu Asp Ser Gin Arg Gin Glu Leu Ala Gly Val Asn Ala Gin Leu 
130 135 140 

lie Glu Gin Lys Gin Leu Gin Glu Lys Ala Leu Ala lie lie Glu Gin 
145 150 * 155 160 

Glu Arq val Ala Thr Leu Glu Arg Glu Leu Trp Lys His Gin Lys Ala 
165 " 170 175 

Asn Glu Ala Phe Gin Lys Ala Leu Arg Glu lie Gly Glu lie val Thr 
180 185 190 

Ala val Ala Arg Gly Asp Leu ser Lys Lys Val Arg Met Asn Ser val 
195 " 200 205 

Glu Met Asp Pro Glu lie Thr Thr Phe Lys Arg Thr lie Asn Thr Met 
210 215 220 

Met Asp Gin Leu Gin val Phe Ser Ser Glu Val Ser Arg val Ala Arg 
225 230 235 240 

Glu val Gly Thr Glu Gly lie Leu Gly Gly Gin Ala Gin lie Glu Gly 
245 250 255 

val Asp Gly Thr Trp Lys Glu Leu Thr Asp Asn val Asn Val Met Ala 
260 ' 265 270 

Gin Asn Leu Thr Asp Gin Val Arg Glu lie Ala Ser val Thr Thr Ala 
275 280 285 

Val Ala Hi s Gly Asp Leu Thr Lys Lys lie Glu Arg Pro Ala Lys Gly 
290 295 300 

Glu lie Leu Gin Leu Gin Gin Thr lie Asn Thr Met val Asp Gin Leu 
305 310 315 320 

Arq Thr Phe Ala Ser Glu val Thr Arg Val Ala Arg Asp val Gly Thr 
325 330 335 

Glu Gly lie Leu Gly Gly Gin Ala Asp val Glu Gly val Gin Gly Met 
340 ' 345 350 

Trp Asn Glu Leu Thr Val Asn val Asn Ala Met Ala Asn Asn Leu Thr 
355 360 365 
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Thr Gin val Arg Asp He lie Lys val Thr Thr Ala val Ala Lys Gly 
370 375 380 

Asp Leu Thr Gin Lys val Gin Ala Glu Cys Arg Gly Glu lie Phe Glu 
385 390 395 " 400 

Leu Lys Lys Thr lie Asn Ser Met val Asp Gin Leu Gin Gin Phe Ala 
405 410 415 

Arq Glu Val Thr Lys lie Ala Arg Glu val Gly Thr Glu Gly Arg Leu 
420 425 430 

Gly Gly Gin Ala Thr val His Asp val Gin Gly Thr Trp Arg Asp Leu 
435 440 445 

Thr Glu Asn val Asn Gly Met Ala Met Asn Leu Thr Thr Gin val Arg 
450 455 460 

Glu lie Ala Lys val Thr Thr Ala val Ala Lys Gly Asp Leu Thr Lys 
465 470 475 480 

Lys lie Gly Val Glu val Gin Gly Glu lie Leu Asp Leu Lys Asn Thr 
485 ' 490 495 

lie Asn Thr Met val Asp Arg Leu Gly Thr Phe Ala Phe Glu Val Ser 
500 505 510 

Lys Val Ala Arg Glu val Gly Thr Asp Gly Thr Leu Gly Gly Gin Ala 
515 " 520 525 

Gin val Asp Asn val Glu Gly Lys Trp Lys Asp Leu Thr Glu Asn val 
530 535 540 

Asn Thr Met Ala Ser Asn Leu Thr Ser Gin val Arg Gly lie Ser Thr 
545 550 555 560 

val Thr Gin Ala lie Ala Asn Gly Asp Met Ser Arg Lys lie Glu val 
565 570 575 

Glu Ala Lys Gly Glu lie Leu lie Leu Lys Glu Thr lie Asn Asn Met 
580 585 590 

val Asp Arg Leu Ser lie Phe Cys Asn Glu val Gin Arg val Ala Lys 
595 600 605 

Asp val Gly val Asp Gly lie Met Gly Gly Gin Ala Asp val Ala Gly 
610 615 620 

Leu Lys Gly Arg Trp Lys Glu lie Thr Thr Asp val Asn Thr Met Ala 
625 630 635 640 
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Asn Asn Leu Thr Ala Gin val Arg Ala Phe Gly Asp lie Thr Asn Ala 
645 ~ 650 655 

Ala Thr Asp Gly Asp Phe Thr Lys Leu Val Glu val Glu Ala Ser Gly 
660 665 670 

Glu Met Asp Glu Leu Lys Lys Lys He Asn Gin Met Val Tyr Asn Leu 
675 680 685 

Arg Asp Ser lie Gin Arg Asn Thr Gin Ala Arg Glu Ala Ala Glu Leu 
690 695 700 

Ala Asn Lys Thr Lys Ser Glu Phe Leu Ala Asn Met Ser His Glu lie 
705 710 715 720 

Arq Thr Pro Met Asn Gly lie lie Gly Met Thr Gin Leu Thr Leu Asp 
725 730 735 

Thr Asp Leu Thr Gin Tyr Gin Arg Glu Met Leu Asn lie val Asn Ser 
740 745 750 

Leu Ala Asn ser Leu Leu Thr He lie Asp Asp He Leu Asp Leu Ser 
755 760 765 

Lys lie Glu Ala Arg Arg Met val lie Glu Glu lie Pro Tyr Thr Leu 
770 775 780 

Arq Gly Thr Val Phe Asn Ala Leu Lys Thr Leu Ala Val Lys Glu Thr 
785 790 795 800 

Glu Lys Phe Leu Asp Leu Thr Tyr Arg val Asp His Ser val Pro Asp 
805 810 815 

His val val Gly Asp Ser Phe Arg Leu Arg Gin lie lie Leu Asn Leu 
820 825 830 

val Gly Asn Ala lie Lys Phe Thr Glu His Gly Glu Val Ser Leu Thr 
835 840 845 

He Gin Lys Ala Ser Ser Val Gin Cys Ser Thr Glu Glu Tyr Ala He 
850 855 860 

Glu Phe val val ser Asp Thr Gly lie Gly lie Pro Ala Asp Lys Leu 
865 870 875 880 

Asp Leu lie Phe Asp Thr Phe Gin Gin Ala Asp Gly Ser Met Thr Arg 
885 890 895 

Lys Phe Gly Gly Thr Gly Leu Gly Leu Ser lie Ser Lys Arg Leu val 
900 905 910 
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Asn Leu Met Gly Gly Asp val Trp val Lys ser Glu Tyr Gly Lys Gly 
915 920 925 

ser Lys Phe Phe Phe Thr Cys val val Arg Leu Ala Asn Asp Asp lie 
930 935 940 

Ser Leu lie Ala Lys Gin Leu Asn Pro Tyr Lys Ser His Gin Val Leu 
945 950 955 960 

Phe lie Asp Lys Gly Arg Thr Gly His Gly Pro Glu lie Ala Lys Met 
965 " 970 975 

Leu His Gly Leu Gly Leu val Pro lie Val val Asp Ser Glu Arg Asn 
980 ' 985 990 

Pro Ala Leu Glu Lys Ala Arg Ala Ala Gly Gin Ala Pro Tyr Asp val 
995 1000 1005 

lie lie Val Asp Ser lie Glu Asp Ala Arg Arg Leu Arg ser val 
1010 1015 1020 

Asp Asp Phe Lys Tyr Leu Pro lie Val Leu Leu Ala Pro val Val 
1025 1030 1035 

His val Ser Leu Lys ser Cys Leu Asp Leu Gly lie Thr Ser Tyr 
1040 1045 1050 

Met Thr Thr Pro Cys Gin Leu lie Asp Leu Gly Asn Gly Met val 
1055 1060 1065 

Pro Ala Leu Glu Asn Arg Ala Thr Pro Ser Leu Ala Asp Asn Thr 
1070 1075 1080 

Lys Ser Phe Glu lie Leu Leu Ala Glu Asp Asn Thr Val Asn Gin 
1085 1090 1095 

Arq Leu Ala Val Lys lie Leu Glu Lys Tyr His His Val val Thr 
1100 1105 1110 

val val Gly Asn Gly Glu Glu Ala Val Glu Ala val Lys Arg Lys 
1115 " ~ 1120 112 5 

Lys Phe Asp val lie Leu Met Asp val Gin Met Pro lie Met Gly 
1130 1135 1140 

Gly Phe Glu Ala Thr Ala Lys lie Arg Glu Tyr Glu Arg Ser Leu 
1145 1150 1155 

Gly Ser Gin Arg Thr Pro lie lie Ala Leu Thr Ala His Ala Met 
1160 " 1165 1170 
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Met Gly Asp Arg Glu Lys Cys lie Gin Ala Gin Met Asp Glu Tyr 
1175 " 1180 1185 

Leu Ser Lys Pro Leu Gin Gin Asn His Leu lie Gin Thr lie Leu 
1190 1195 1200 

Lys Cys Ala Thr Leu Gly Gly Gin Leu Leu Glu Lys Asn Arg Glu 
1205 1210 1215 

Arg Glu Leu Thr Arg Ala Ala Asp Ala val Thr Gly Gly Arg Arg 
1220 1225 1230 

Asp Asn Gly Met Tyr Ser Ala Ser Gin Ala Ala Gin His Ala Ala 
1235 1240 1245 

Leu Arg Pro Pro Leu Ala Thr Arg Gly Leu Thr Ala Ala Asp Ser 
1250 1255 ~ 1260 

Leu Val Ser Gly Leu Glu Ser Pro Ser lie val Thr Ala Asp Lys 
1265 1270 1275 

Glu Asp Pro Leu Ser Arg Ala Arg Ala Ser Leu Ser Glu Pro Asn 
1280 1285 ~ 1290 

lie His Lys Ala Ser 
1295 
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